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S.
No 

Code  Identification  Sub family  Place of 
collection  

Source  Genbank 
accession  

1  MGH-SC-1  Anomola sp.  Rutelinae  Shillong  Light trap  KM657491  
2  MGH-SC-2  Protaetia  sp. Cetoninae  Shillong  Light trap KM657489  
3  TPT-SC-5  Protaetia sp. Cetoninae  Tirupathi  Pigeon pea  KM657490  
4  DAS-SC-1  Anomola sp.  Rutelinae  Dasarahalli  Light trap  KM657492  
5  OOTY-SC-11  Heterorrhina sp. Cetoninae  Ooty Light trap  KM657485  
6  Ooty-SC-14  Protaetia  sp. Cetoninae  Ooty  Light trap  KM657486  
7  PHAS-SC-1  Protaetia  Cetoninae  Pasighat  Light trap  1762766  
8  PHAS-SC-3  Protaetia  sp. Cetoninae  Pasighat  Light trap  1762769  
9  G-SC-1  Protaetia  sp. Cetoninae  Gudalur   1762776  
10  G-SC-2  Protaetia  sp. Cetoninae  Gudalur Light trap  1762777  

11  Shimla-SC-1  Anomala sp.  Rutelinae  Shimla  Potato  1762765  

14  Aliig-SC-1  Apogonia sp.  Melolonthinae  Aligarh  Millets  1762764  
15  Shim-SC-1  Schizonycha sp.  Melolonthinae  Shimoga  Millets  1762749  
16  KPT-SC-1  Alissonotum sp.  Dynastinae  Kapatganj   Light trap  1762754  

17  Sring-SC-1  Anomola  
singularis  

Rutelinae  Sringeri  Light trap  1762765  

 





 

 

 
        Fig. 24. PCR Amplified vip3a gene                     Fig.25. Restriction digestion  

                                                                                     of pUC29-Vip3a clone 
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